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Welcoming remarks (9:00 am)
Steve Buratowski and Phil Sharp

RNA biology (9:10 am) 
Chair: Magda Konarska
New exons: Origins and functions
Positive regulation of gene expression by endogenous RNAi
How to produce a circular RNAHow to produce a circular RNA

Transcription in development and disease (10:30 am)
Chair: Rich Carthew
From gel shifts to cistromes: Unraveling hormone dependence in cancer
TATA-binding protein and bad genomic neighborhoods
GFP: So much more than a pretty protein
Long non-coding RNAs and Polycomb-group function

Keynote talk (1:30 pm)Keynote talk (1:30 pm)
Opportunistic RNAs and acquisitive genomes

Connecting the steps in RNA metabolism (2:00 pm) 
Chair: Claire Moore
Linking the spliceosomes to human diseases
Expanding roles for Argonaute proteins: Characterizing nuclear and miRNA-independent regulation in mESCs
Enhanced microRNA activity is a novel oncogenic function of eIF4F
Marked for life: Splicing and the EJCMarked for life: Splicing and the EJC

RNA technologies and pharmaceuticals (3:45)
Chair: John Doench
Circular RNA – biosynthesis and function
Identification of a primary target of thalidomide teratogenecity: Towards the development of new drugs
Developing RNAi therapeutics for the treatment of rare diseases
Target specificity of the RNA-guided Cas9 nuclease

Poster session (5:00 pm)Poster session (5:00 pm)
Detained introns are a novel, widespread class of posttranscriptionally spliced introns
Epigenetic shadows surround imprinted noncoding RNAs in murine trophoblast stem cells
Small non-coding RNA studies in the Carthew Lab
MicroRNA depletion suppresses tumor angiogenesis
Cell type-restricted activity of hnRNPM promotes breast cancer metastasis via regulating alternative splicing
The relationship between polyadenylation tail lengths and noncoding RNAs
Characterizing CDK12 and CDK13 activity in transcription and mRNA biogenesis in mouse embryonic stem cellsCharacterizing CDK12 and CDK13 activity in transcription and mRNA biogenesis in mouse embryonic stem cells
Deregulation of miR-139-3p and miR-199a-3p drives leukemic transformation of interstrand cross-link 
  induced bone marrow failure
RNA helicase DDX21 coordinates transcription and noncoding RNA processing
Transcription factor LSF: Achille's heel of liver cancer?  
Small molecule inhibitors to oncogenic KRAS active in cells, biochemical, and biophysical assays
Isolation and characterization of Argonaute family knockout mESCs
The role of the protein modification poly(ADP-ribose) in RNA granulesThe role of the protein modification poly(ADP-ribose) in RNA granules
Translational regulation in the epithelial to mesenchymal transition
Retrotransposable elements become active and mobile in the genomes of aging mammalian somatic tissues
General codes for small RNA asymmetry in RNA silencing
Regulation of RNA granule dynamics by a phosphorylation-sensitive scaffold
Rock̓n Rho: Genome wide shRNA screen to identify mechanisms of resistance to MET inhibitors
Characterizing Argonaute-mediated gene regulation in stem cells  

Saturday, June 14, 2014 ~ 8:30 am to 6:30 PM ~ McGovern Institute, MIT

A symposium in honor of Phil Sharp's 70th birthday
 


